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RESULT 4 

US- 10-275 -998-10 

Sequence 10, Application US/10275998 
Publication No. US20040023354A1 
GENERAL INFORMATION: 
APPLICANT: INCYTE GENOMICS, INC. 
APPLICANT: DAS, Debopriya 
APPLICANT: REDDY, Roopa 
APPLICANT: YAO, Monique G. 
APPLICANT: NGUYEN, Danniel B. 
APPLICANT: LU, Yan 

APPLICANT: TRIBOULEY, Catherine M. 
APPLICANT: YUE, Henry 
APPLICANT: KHAN, Farrah A. 
APPLICANT: GANDHI, Ameena R. 
APPLICANT: AU -YOUNG, Janice 
APPLICANT: LAL, Preeti 
APPLICANT: KEARNEY, Liaitl 
APPLICANT: ELLIOTT, Vicki S. 
APPLICANT: DING, Li 
APPLICANT: THORNTON, Michael 

TITLE OF INVENTION: LIPID. METABOLISM ENZYMES 
FILE REFERENCE: PI -009 5 USN 

CURRENT APPLICATION NUMBER: US/l 0/2 75 , 9 98 
CURRENT FILING DATE: 2002-11-08 
PRIOR APPLICATION NUMBER: US 01/15210 
PRIOR FILING DATE: 2001-05-11 
PRIOR APPLICATION NUMBER: US 60/203,511 
PRIOR FILING DATE: 2000-05-11 
PRIOR APPLICATION NUMBER: US 60/207,903 
PRIOR FILING DATE: 2000-05-25 
PRIOR APPLICATION NUMBER: US 60/210,150 
PRIOR FILING DATE: 2000-06-07 
PRIOR APPLICATION NUMBER: US 6 0/213,3 92 
PRIOR FILING DATE: 2 00 0-06-23 
NUMBER OF SEQ ID NOS : 10 
SOFTWARE : PERL Program 
SEQ ID NO 10 
LENGTH: 4 23 7 
TYPE: DNA 

ORGANISM: Homo sapiens 
FEATURE : 

NAME/KEY: mis c_f eatur e 

OTHER INFORMATION: Incyte ID No. US2 0040 02 33 54 Al 7472768CB1 
US-10-275 -998 -10 

Query Match 79.5%; Score 3684,6; DB 8; Length 4237; 

Best Local Similarity 94.6%; Pred. No. 0; 

Matches 3926; Conservative 0; Mismatches 4; Indels 219; Gaps 2; 
Qy 546 GTGGAGCGGTGCATGGGTGCCATGCAAGAGGGGATGCAGATGGTGAAGCTGCGTGGCGGC 605 

IIMIIIIIIIIIIIIMIIIIIIMIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 87 GTGGAGCGGTGCATGGGTGCCATGCAAGAGGGGATGCAGATGGTGAAGCTGCGTGGCGGC 14 6 

Qy 6 06 TCCAAGGGCCTGGTCCGCTTCTACTACCTGGACGAGCACCGCTCCTGCATCCGCTGGAGG 66 5 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
Db 147 TCCAAGGGCCTGGTCCGCTTCTACTACCTGGACGAGCACCGCTCCTGCATCCGCTGGAGG 20 6 

Qy 666 CCCTCACGCAAGAACGAGAAGGCCAAGATCTCCATCGACTCCATCCAGGAGGTGAGTGAG 72 5 

I II II II II II II II INI II III II II II II II II II II II II MM II II II II II II 
Db 2 07 CCCTCACGCAAGAACGAGAAGGCCAAGATCTCCATCGACTCCATCCAGGAGGTGAGTGAG 26 6 
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Qy 726 GGGCGGCAGTCGGAGGTCTTCCAGCGCTACCCTGACGGCAGCTTCGACCCCAACTGCTGC 785 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIMI 

Db 2 67 GGGCGGCAGTCGGAGGTCTTCCAGCGCTACCCTGACGGCAGCTTCGACCCCAACTGCTGC 32 6 

Qy 7 86 TTCAGCATCTACCACGGCAGCCACCGCGAGTCGCTGGACCTGGTCTCCACCAGCAGCGAG 84 5 

IIIIIIIIIIIIIIIIIIIIIIIIIIIMIMIMIIIIIIIIIIIIIIIIIIIIMIM 

Db 3 27 TTCAGCATCTACCACGGCAGCCACCGCGAGTCGCTGGACCTGGTCTCCACCAGCAGCGAG 386 

Qy 846 GTGGCGCGCACCTGGGTCACTGGCCTGCGCTACCTCATGGCCGGCATCAGCGACGAGGAC 90 5 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMI 

Db 3 87 GTGGCGCGCACCTGGGTCACTGGCCTGCGCTACCTCATGGCCGGCATCAGCGACGAGGAC 44 6 

Qy 906 AGCCTGGCTCGCCGCCAGCGCACCAGGGACC 93 6 

lllllllllllllllllllllllllllllll 
Db 4 47 AGCCTGGCTCGCCGCCAGCGCACCAGGGACCAATATCCTTGGGCACCTATCGGGCAATGC 50 6 

Qy 937 936 

Db 5 07 AGACCCAGGGACCGGCCCCTTGGCTGCTCACCCTGGGGGGGCCTGTCCTTTGCCGGGTCA 56 6 

Qy 937 AGTGGCTGAAGCAGACGTTTGACGAGGCC 9 65 

lllllllllllllllllllllllllllll 
Db 5 67 CACACTGGGGAAGTGGCCGGCCAGAGGGTGGAGTGGCTGAAGCAGACGTTTGACGAGGCC 62 6 

Qy 9 66 GACAAGAACGGGGATGGCAGCCTGAGCATTGGCGAGGTCCTGCAGCTGCTGCACAAGCTC 10 25 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIII 

Db 627 GACAAGAACGGGGATGGCAGCCTGAGCATTGGCGAGGTCCTGCAGCTGCTGCACAAGCTC 68 6 

Qy 10 26 AACGTGAACCTGCCCCGGCAGAGGGTGAAGCAGATGTTCAG 10 66 

IIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIII 
Db 6 87 AACGTGAACCTGCCCCGGCAGAGGGTGAAGCAGATGTTCAGGGTGGCTGGTCATGCCTGG 74 6 

Qy 1067 1066 

Db 747 CTGGAGCAAGGGAAGCTGGCCTGCTCACAGGACAGGGCCCTGGTCGAGGTGCCAATGGGG 80 6 

Qy 10 67 GGAAGCGGACACGGATGACCACCAAGGGACGCTGGGTTTT 1106 

IIIIIIIIIIIIIIIIMIIIIIIIMIIIIIIIIIIIII 
Db 8 07 ACCCAAGGCCTTGCATTGCAGGAAGCGGACACGGATGACCACCAAGGGACGCTGGGTTTT 86 6 

Qy 1107 GAAGAGTTCTGTGCCTTCTACAAGATGATGTCCACCCGCCGGGACCTCTACCTGCTCATG 1166 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
Db 8 67 GAAGAGTTCTGTGCCTTCTACAAGATGATGTCCACCCGCCGGGACCTCTACCTGCTCATG 92 6 

Qy 1167 CTGACCTACAGCAACCACAAGGACCACCTGGATGCCGCCAGCCTGCAGCGCTTCCTGCAG 12 26 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
Db 927 CTGACCTACAGCAACCACAAGGACCACCTGGATGCCGCCAGCCTGCAGCGCTTCCTGCAG 98 6 

Qy 1227 GTGGAGCAGAAGATGGCGGGTGTGACCCTCGAGAGCTGCCAGGACATCATCGAGCAGTTT 12 86 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIII 

Db 987 GTGGAGCAGAAGATGGCGGGTGTGACCCTCGAGAGCTGCCAGGACATCATCGAGCAGTTT 1046 

Qy 12 87 GAGCCATGCCCAGAAAACAAGAGTAAGGGGCTGCTGGGCATTGATGGCTTCACCAACTAC 13 4 6 

IIIMIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIM 

Db 1047 GAGCCATGCCCAGAAAACAAGAGTAAGGGGCTGCTGGGCATTGATGGCTTCACCAACTAC 1106 

Qy 1347 ACCAGGAGCCCTGCTGGTGACATCTTCAACCCTGAGCACCACCATGTGCACCAGGACATG 14 06 

IIIIIIIIIIIIIIIIIIIIIIIIMIIIIIMMIIIIIIIIIIIIIIIIIIIMIIM 

Db 1107 ACCAGGAGCCCTGCTGGTGACATCTTCAACCCTGAGCACCACCATGTGCACCAGGACATG 1166 
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Qy 14 07 ACGCAGCCGCTGAGCCACTACTTCATCACCTCGTCCCACAACACCTACCTCGTGGGTGAC 14 66 

IIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIMIIIIIIIM 

Db 1167 ACGCT^GCCGCTGAGCCACTACTTCATCACCTCGTCCCACAACACCTACCTCGTGGGTGAC 1226 

Qy 14 67 CAGCTCATGTCCCAGTCACGGGTGGACATGTATGCTTGGGTCCTGCAGGCTGGCTGCCGC 1526 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 

Db 1227 CAGCTCATGTCCCAGTCACGGGTGGACT^TGTATGCTTGGGTCCTGCAGGCTGGCTGCCGC 12 86 

Qy 1527 TGCGTGGAGGTGGACTGCTGGGATGGGCCCGACGGGGAGCCCATTGTGCACCATGGCTAC 15 86 

IIIIMIIIIIIIIMIIIMIIIIIIIIIIIIIIIIIIMIIIIIIIIIIMIMIIII 

Db 12 87 TGCGTGGAGGTGGACTGCTGGGATGGGCCCGACGGGGAGCCCATTGTGCACCATGGCTAC 134 6 

Qy 1587 ACTCTGACTTCCAAGATCCTCTTCAAAGACGTCATTGAAACCATCAACAAATATGCCTTC 1646 

IIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 13 47 ACTCTGACTTCCAAGATCCTCTTGAAAGACGTCATTGAAACCATCAACAAATATGCCTTC 14 06 

Qy 164 7 ATCAAGAATGAGTACCCAGTGATCCTGTCCATCGAAAACCACTGCAGTGTCATCCAGCAG 17 06 

I II II II II I I II II II II II III II II II II II II II II II II II II II II II I ill II 

Db 14 07 ATCAAGAATGAGTACCCAGTGATCCTGTCCATCGAAAACCACTGCAGTGTCATCCAGCAG 14 66 

Qy 17 07 AAGAAAATGGCCCAGTATCTGACTGACATCCTTGGGGACAAGCTGGACCTGTCATCAGTG 17 66 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIMIIII 

Db 1467 AAGAAAATGGCCCAGTATCTGACTGACATCCTTGGGGACAAGCTGGACCTGTCATCAGTG 1526 

Qy 1767 AGCAGTGAAGATGCCACCACACTCCCCTCTCCACAGATGCTCAAGGGCAAGATCCTCGTG 1826 

llllllllllllllllllllllllllllllllllilllllllllllllllllllllllll 

Db 15 27 AGCAGTGAAGATGCCACCACACTCCCCTCTCCACAGATGCTC7UVGGGCAAGATCCTCGTG 15 86 

Qy 1827 AAGGGGAAGAAGCTCCCAGCCAACATCAGCGAGGATGCGGAGGAAGGCGAGGTGTCTGAT 1886 

IIIMIIIIIMIIIIIIIIIIIIIIIIIIllllllllllllllllllllll llllllll 

Db 15 87 AAGGGGAAGAAGCTCCCAGCCAACATCAGCGAGGATGCGGAGGAAGGCGAGGTGTCTGAT 16 4 6 

Qy 1887 GAGGACAGTGCTGATGAGATTGACGATGACTGCAAGCTCCTCAATGGGGATGCATCCACC 1946 

I II II II II II I Mill II II Mill II II MM MINI II MM II II II II II MM 

Db 1647 GAGGACAGTGCTGATGAGATTGACGATGACTGCAAGCTCCTCAATGGGGATGCATCCACC 17 06 

Qy 1947 AATCGAAAGCGTGTAGAAAACACTGCTAAGAGGAAACTGGATTCCCTCATCAAAGAGTCG 20 06 

IIIIIIIIIIIIIIIIIIIIIIIIMMMMIIIIIIIIIIIIMIIIIIIIIIIIIII 

Db 1707 AATCGAAAGCGTGTAGAAAACACTGCTAAGAGGAAACTGGATTCCCTCATCAAAGAGTCG 1766 

Qy 20 07 AAGATTCGGGACTGTGAGGACCCCAACAACTTCTCCGTCTCCACACTGTCCCCATCTGGA 20 66 

I llllllll II llllllll II III II II MM II MM II II llllllll II MM II II 

Db 1767 AAGATTCGGGACTGTGAGGACCCCAACAACTTCTCCGTCTCCACACTGTCCCCATCTGGA 1826 

Qy 2067 AAGCTCGGACGCAAGAGCAAGGCTGAAGAGGACGTGGAGTCTGGGGAGGATGCCGGGGCC 2126 

IIIIIMIIM II IIIIIIIIIMIIMMIIIIIIIIIIMIIIIIIII II llllllll 

Db 1827 AAGCTCGGACGCAAGAGCAAGGCTGAAGAGGACGTGGAGTCTGGGGAGGATGCCGGGGCC 1886 

Qy 2127 AGCAGACGCAATGGCCGCCTCGTCGTGGGAAGCTTCTCCAGGCGCAAGAAGAAGGGCAGC 2186 

IIIIIMII II MIIIIIIIIIMIIMMIIIIIIIIIIII llllllll M llllllll 

Db 18 87 AGCAGACGCAATGGCCGCCTCGTCGTGGGAAGCTTCTCCAGGCGCAAGAAGAAGGGCAGC 1946 

Qy 2187 AAGCTGAAGAAGGCGGCCAGCGTGGAGGAGGGAGATGAGGGTCAGGACTCCCCGGGAGGC 2246 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIII 

Db 1947 AAGCTGAAGAAGGCGGCCAGCGTGGAGGAGGGAGATGAGGGTCAGGACTCCCCGGGAGGC 20 06 

Qy 2247 CAGAGCCGAGGGGCGACCCGGCAGAAGAAGACCATGAAGCTGTCCCGGGCCCTCTCTGAC 23 06 

IIIIIMII II IIIIMIIIIMI llllllllllllllll M MM MM MM llllll 

Db 20 07 CAGAGCCGAGGGGCGACCCGGCAGAAGAAGACCATGAAGCTGTCCCGGGCCCTCTCTGAC 20 66 

Qy 23 07 CTGGTGAAGTACACCAAGTCCGTGGCCACCCACGACATAGAGATGGAGGCGGCGTCCAGC 23 66 
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IIIIIIIIIIIIIIMIIIIIMIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIM 

Db 2067 CTGGTGAAGTACACCAAGTCCGTGGCCACCCACGACATAGAGATGGAGGCGGCGTCCAGC 2126 

Qy 23 67 TGGCAGGTGTCGTCCTTCAGCGAGACCAAGGCCCACCAGATTCTGCAGCAGAAGCCGGCG 24 26 

I II II II II II II II MM II III II II II Mil II II II II II II II II II MM II II 

Db 2127 TGGCAGGTGTCGTCCTTCAGCGAGACCAAGGCCCACCAGATTCTGCAGCAGAAGCCGGCG 2186 

Qy 2427 CAGTACCTACGCTTCAACCAGCAGCAGCTCTCCCGCATCTACCCCTCCTCCTACCGTGTG 24 86 

IMIIIIIIMMIIMMMIIIMIIIIIMIMIIIIIIIIMIIMMMIIIIII 

Db 2187 CAGTACCTACGCTTCAACCAGCAGCAGCTCTCCCGCATCTACCCCTCCTCCTACCGTGTG 2246 

Qy 24 87 GACTCCAGCAACTACAACCCGCAGCCCTTCTGGAACGCCGGCTGCCAAATGGTTGCCCTG 2546 

lllllllllllilMMIIIIIIIMIIMIIIIIIIIIIIIIIMIIIIIIIIIIIIII 

Db 2247 GACTCCAGCAACTACAACCCGCAGCCCTTCTGGAACGCCGGCTGCCAAATGGTTGCCCTG 23 06 

Qy 2547 AACTACCAGTCAGAGGGGCGGATGCTGCAGCTGAACCGAGCCAAGTTCAGCGCCAACGGT 26 06 

IIIIIIIIIIIIIMIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIII 

Db 23 07 AACTACCAGTCAGAGGGGCGGATGCTGCAGCTGAACCGAGCCAAGTTCAGCGCCAACGGT 23 66 

Qy 26 07 GGCTGCGGCTACGTACTCAAGCCTGGGTGCATGTGCCAGGGCGTGTTCAACCCCAACTCG 26 66 

IIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIMIIIIIIIIIIIIIIIIM 

Db 23 67 GGCTGCGGCTACGTACTCAAGCCTGGGTGCATGTGCCAGGGCGTGTTCAACCCCAACTCG 24 26 

Qy 26 67 GAGGACCCCCTGCCCGGGCAGCTCAAGAAGCAGCTGGTGCTCCGGATCATCAGTGGCCAG 2726 

IIIIMIIIIIIIIIIIIIIIIMIIIIIIIIMIIMMMMMMMIIMIIMM 

Db 24 27 GAGGACCCCCTGCCCGGGCAGCTCAAGAAGCAGCTGGTGCTCCGGATCATCAGTGGCCAG 24 86 

Qy 2727 CAGCTTCCCAAGCCGCGCGACTCCATGCTGGGGGACCGTGGGGAGATCATCGACCCCTTT 27 86 

IIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIII 

Db 2487 CAGCTTCCCAAGCCGCGCGACTCCATGCTGGGGGACCGTGGGGAGATCATCGACCCCTTT 2546 

Qy 2787 GTGGAGGTGGAGATCATTGGGCTCCCTGTGGACTGCAGCAGGGAGCAGACCCGCGTGGTG 2846 

IIIIIIIIIIIIIIIIIIIMIIIilllllllllllllllllllllMMIIIIIIIIII 

Db 2547 GTGGAGGTGGAGATCATTGGGCTCCCTGTGGACTGCAGCAGGGAGCAGACCCGCGTGGTG 2606 

Qy 2847 GACGACAACGGGTTCAACCCCACCTGGGAGGAGACCCTGGTTTTCATGGTGCACATGCCG 2906 

Mill II II MM II II lllllll MM II II MM II II MM MM MM II II MM 

Db 2607 GACGACAACGGGTTCAACCCCACCTGGGAGGAGACCCTGGTTTTCATGGTGCACATGCCG 2666 

Qy 2907 GAGATCGCGCTGGTCCGCTTCCTCGTCTGGGACCACGATCCCATCGGGCGTGACTTCATT 2966 

IIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIMMIIIIIIIIIIII 

Db 2667 GAGATCGCGCTGGTCCGCTTCCTCGTCTGGGACCACGATCCCATCGGGCGTGACTTCATT 2726 

Qy 2967 GGCCAGAGGACGCTGGCCTTCAGCAGCATGATGCCAGGCTACAGACACGTGTACCTAGAA 3026 

IIIIIMMIIIIIIMMMMIMMMMMMMIIIIMIIIIIIIIIIII II 

Db 2727 GGCCAGAGGACGCTGGCCTTCAGCAGCATGATGCCAGGCTACAGACACGTGTACCTGGAG 2786 

Qy 3027 GGGATGGAAGAGGCCTCCATCTTCGTGCATGTGGCTGTCAGTGACATCAGCGGTAAGGTC 30 86 

IIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIMIIIIIIIIMIIIIIIMIIII 

Db 27 87 GGGATGGAAGAGGCCTCCATCTTCGTGCATGTGGCTGTCAGTGACATCAGCGGTAAGGTC 2846 

Qy 3087 AAGCAGGCTCTGGGCCTAAAAGGCCTCTTCCTCCGAGGCCCAAAGCCCGGCTCGCTGGAC 3146 

IIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 28 4 7 AAGCAGGCTCTGGGCCTAAAAGGCCTCTTCCTCCGAGGCCCAAAGCCCGGCTCGCTGGAC 29 06 

Qy 3147 AGTCATGCTGCTGGGCGGCCCCCGGCCCGGCCCTCCGTTAGCCAGCGGATCCTGCGGCGC 32 06 

MIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMII 

Db 2907 AGTCATGCTGCTGGGCGGCCCCCGGCCCGGCCCTCCGTTAGCCAGCGGATCCTGCGGCGC 2966 

Qy 32 07 ACGGCCAGCGCCCCGACCAAGAGCCAGAAGCCGGGCCGCAGGGGCTTCCCGGAGCTGGTC 32 66 

I MM MM MM MM lllllll MM II II MM II II II II MM MM II II MM 
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Db 29 67 ACGGCCAGCGCCCCGACCAAGAGCCAGAAGCCGGGCCGCAGGGGCTTCCCGGAGCTGGTC 3026 

Qy 32 67 CTGGGTACACGGGACACAGGCTCCAAGGGGGTGGCAGACGATGTGGTGCCCCCCGGGCCC 33 26 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIII 

Db 3 0 27 CTGGGTACACGGGACACAGGCTCCAAGGGGGTGGCAGACGATGTGGTGCCCCCCGGGCCC 3 0 86 

Qy 33 27 GGACCTGCTCCGGAAGCCCCAGCCCAGGAGGGGCCCGGCAGCGGCAGCCCCCGAGGTAAG 33 86 

IIMIIIIIIIIIIIIIMIIIIIMIIIIIIIIIIIIIIIMIIMIIIIIIIIIIIM 

Db 3087 GGACCTGCTCCGGAAGCCCCAGCCCAGGAGGGGCCCGGCAGCGGCAGCCCCCGAGGTAAG 3146 

Qy 33 87 GCGCCAGCTGCGGTGGCAGAGAAGAGCCCTGTGCGAGTGCGGCCCCCGCGTGTCCTGGAC 34 46 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
Db 3147 GCGCCAGCTGCGGTGGCAGAGAAGAGCCCTGTGCGAGTGCGGCCCCCGCGTGTCCTGGAC 32 06 

Qy 3447 GGCCCCGGGCCTGCTGGGATGGCCGCCACATGCATGAAGTGTGTGGTGGGATCCTGCGCC 3506 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
Db 32 07 GGCCCCGGGCCTGCTGGGATGGCCGCCACATGCATGAAGTGTGTGGTGGGATCCTGCGCC 32 66 

Qy 35 07 GGCGTGAACACCGGGGGCCTGCAGAGGGAGCGGCCACCCAGCCCGGGGCCTGCAAGCAGG 35 66 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIMIIIillllllll 

Db 32 67 GGCGTGAACACCGGGGGCCTGCAGAGGGAGCGGCCACCCAGCCCGGGGCCTGCAAGCAGG 33 26 

Qy 3567 CAGGCAGCCATTCGCCAGCAGCCCCGGGCCCGGGCTGACTCACTGGGGGCCCCCTGCTGT 3626 

IIIIIIIIIIIIIIIMIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIMIIIIIIII 

Db 33 27 CAGGCAGCCATTCGCCAGCAGCCCCGGGCCCGGGCTGACTCACTGGGGGCCCCCTGCTGT 33 86 

Qy 3627 GGCCTGGACCCTCACGCTATCCCGGGGAGAAGCAGAGAGGCCCCCAAGGGTCCTGGGGCC 3686 

IMIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIMIIIIIIIIIIMI 

Db 33 87 GGCCTGGACCCTCACGCTATCCCGGGGAGAAGCAGAGAGGCCCCCAAGGGTCCTGGGGCC 34 46 

Qy 3687 TGGAGGCAGGGTCCAGGCGGTAGCGGCTCCATGTCCTCGGACTCCAGCAGCCCAGACAGC 3746 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIII 
Db 3447 TGGAGGCAGGGTCCAGGCGGTAGCGGCTCCATGTCCTCGGACTCCAGCAGCCCAGACAGC 3506 

Qy 3747 CCGGGCATCCCCGAAAGGTCCCCCCGCTGGCCTGAGGGTGCCTGCAGGCAACCGGGGGCC 3806 

IIIIIIIIIIMIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIMIIIII 

Db 3507 CCGGGCATCCCCGAAAGGTCCCCCCGCTGGCCTGAGGGTGCCTGCAGGCAACCGGGGGCC 3566 

Qy 3807 CTGCAGGGAGAGATGAGTGCCTTGTTTGCTCAAAAGCTGGAGGAGATCAGGAGTAAATCC 3866 

Mlllllllllllllllllllllllllll llllllllllllllllllllllllllllll 

Db 3567 CTGCAGGGAGAGATGAGTGCCTTGTTTGCCCAAAAGCTGGAGGAGATCAGGAGTAAATCC 3626 

Qy 3867 CCCATGTTCTCCGCCGGTAAGCCCCTCTTGCCCTGCGTGGTCCTCCCGCACGCCCCTGGC 3926 

lllllillllllllllllllllllllllllllilllllllllllllllllllllllllll 
Db 3627 CCCATGTTCTCCGCCGGTAAGCCCCTCTTGCCCTGCGTGGTCCTCCCGCACGCCCCTGGC 3686 

Qy 3927 ATGGCTGGGCCTGGGTCACCTGCTGCTGCTTCTGCGTGGACGGTGTCGCCTCGTGTGCTC 3986 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIII 

Db 36 87 ATGGCTGGGCCTGGGTCACCTGCTGCTGCTTCTGCGTGGACGGTGTCGCCTCGTGTGCTC 3 746 

Qy 3987 GTGCTCGTGGCTCTGTATCCGTGGCACTGTCTCCGTGGCACTCTGCTCCCTTGGCTTGCC 4046 

lllllllilllllllllllllllllllMIIIIIIIIIIIIIIIIIIIIIIIIIMIIII 

Db 3747 GTGCTCGTGGCTCTGTATCCGTGGCACTGTCTCCGTGGCACTCTGCTCCCTTGGCTTGCC 38 06 

Qy 4047 TGTGGCCCATAGCCCCAGCCCTCCTGTCTGAGCTTGAGGCCCTGGGACTTGGGTGGAGCT 4106 

IIIIIMIIIMIIIIMIIIIIIIIIIIIIIIIIIMIIMIIIIIIIIIIIIIIIIII 

Db 38 07 TGTGGCCCATAGCCCCAGCCCTCCTGTCTGAGCTTGAGGCCCTGGGACTTGGGTGGAGCT 3866 

Qy 4107 GGTTTGAGGCCCGACAGGCTGGGAAGAACCAGCTGCTCTTGCTGAGGGTCTGGGGCCGGG 4166 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I 
Db 38 67 GGTTTGAGGCCCGACAGGCTGGGAAGAACCAGCTGCTCTTGCTGAGGGTCTGGGGCCGGG 3926 
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Qy 


4167 


Db 


3927 


Qy 


4227 


Db 


3987 


Qy 


4287 


Db 


4047 


Qy 


4347 


Db 


4107 


Dv 
wy 


44 07 


Db 


4167 


Qy 


4467 


Db 


4227 



ACTGTGGCCTGACATGCTGGGCCCCTCCGGCTGGGCGCTTCCCCAAACTCACCTCCTGGG 42 26 

IIIIMIIIIMIIIIIIIIIIIIMIIIIIIIIMIIIIIIIIIIIIIMIIIIIMM 

ACTGTGGCCTGACATGCTGGGCCCCTCCGGCTGGGCGCTTCCCCAAACTCACCTCCTGGG 39 86 
CGGCTGGCGACCTGCATGGCCCCTGATGCCTTTCCTGGGACTGGGGGCCATGTACCATCC 42 86 

MIIMIIIIIIIMIIIMIIIIIMIIIIIIIIIIIIIIIIMIIIII Illllllll 

CGGCTGGCGACCTGCATGGCCCCTGATGCCTTTCCTGGGACTGGGGGCCACGTACCATCC 4046 

CATTCCCACCTCCCTCTAGGGCAGGCTCCAGGGGTCCCTACTGGGAAGTCTGATGTGGGC 43 46 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
CATTCCCACCTCCCTCTAGGGCAGGCTCCAGGGGTCCCTACTGGGAAGTCTGATGTGGGC 4106 

AGGTAGTGCAGCTGCTGGGCGTCTCCTGCGCCCCTGGGACGCCTGGAGCCTGCTGAGTGC 44 06 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
AGGTAGTGCAGCTGCTGGGCGTCTCCTGCGCCCCTGGGACGCCTGGAGCCTGCTGAGTGC 4166 

TGCGTGGAGTAGATTCCCTGGGCCCCAGGGCTTCGCTGCTTTGGGCTGAAGCACCCCACT 44 66 

IMIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIMIIIIIIIIIII 

TGCGTGGAGTAGATTCCCTGGGCCCCAGGGCTTCGCTGCTTTGGGCTGAAGCACCCCACT 4 226 



II II II M 
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RESULT 4 
US-10-275 -998-5 

Sequence 5, Application US/10275998 
Publication No. US2 00400233 54A1 
GENERAL INFORMATION: 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 



INCYTE GENOMICS, INC. 
DAS, Debopriya 
REDDY, Roopa 
YAO, Monique G. 
NGUYEN, Danniel B. 
LU , Yan 

TRIBOULEY, Catherine M. 
YUE, Henry 
KHAN, Farrah A. 
GANDHI, Ameena R. 
AU-YOUNG, Janice 
LAL, Preeti 
KEARNEY, Liam 
ELLIOTT, Vicki S. 
DING, Li 

THORNTON, Michael 
TITLE OF INVENTION: LIPID METABOLISM ENZYMES 
FILE REFERENCE: PI -009 5 USN 

CURRENT APPLICATION NUMBER: US/10/2 75,9 98 
CURRENT FILING DATE: 20 02-11-08 
PRIOR APPLICATION NUMBER: US 01/15210 
PRIOR FILING DATE: 2001-05-11 
PRIOR APPLICATION NUMBER: US 6 0/203,511 
PRIOR FILING DATE: 2000-05-11 
PRIOR APPLICATION NUMBER: US 60/207,903 
PRIOR FILING DATE: 2000-05-25 
PRIOR APPLICATION NUMBER: US 60/210,150 
PRIOR FILING DATE: 2000-06-07 
PRIOR APPLICATION NUMBER: US 60/213,3 92 
PRIOR FILING DATE: 2000-06-23 
NUMBER OF SEQ ID NOS : 10 
SOFTWARE: PERL Program 
SEQ ID NO 5 
LENGTH: 123 9 
TYPE: PRT 

ORGANISM: Homo sapiens 
FEATURE : 

NAME/KEY : misc_f eature 

OTHER INFORMATION: Incyte ID No, US2 0040 02 33 54A1 7472768CD1 
US-10-275-998-5 

Query Match 95.5%; Score 60 92.5; DB 4; Length 123 9; 

Best Local Similarity 94.1%; Pred . No. 0; 

Matches 116 6; Conservative 0; Mismatches 0; Indels 73; Gaps 



IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIII 

MGAMQEGMQMVKLRGGSKGLVRFYYLDEHRSCIRWRPSRKNEKAKISIDSIQEVSEGRQS 60 



IIIIIIIIIIIIIIIMIMIMIMIMIIIIMIMIIIIMIMIIIIIIIIIIIII 



RQRTRDQ WLKQTFDEADKNG 181 

Mlllll IlilMIIIIIII 



Qy 


42 


Db 


1 


Qy 


102 


Db 


61 


Qy 


162 


Db 


121 
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Qy 


182 


Db 


181 


Qy 


212 


Db 


241 


Qy 


269 


Db 


301 


Qy 


329 


Db 


361 


Qy 


389 


Db 


421 


Qy 


449 


Db 


481 


Qy 


509 


Db 


541 


Qy 


569 


Db 


601 


Qy 


629 


Db 


661 


Qy 


689 


Db 


721 


Qy 


749 


Db 


781 


Qy 


809 


Db 


841 


Qy 


869 


Db 


901 


Qy 


9 29 


Db 


961 


Qy 


989 


Db 


1021 



DGSLSIGEVLQLLHKLNVNLPRQRVKQMFR - - 211 

IIIIIIIIIIIIIIIIIIIIIIIIMIIII 

DGSLSIGEVLQLLHKLNVNLPRQRVKQMFRVAGHAWLEQGKLACSQDRALVEVPMGTQGL 24 0 
EADTDDHQGTLGFEEFCAFYKMMSTRRDLYLLMLTYSNHKDHLDAASLQRFLQVEQK 26 8 

IIIIIMIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIMMIIIIIIIIIIIIII 

ALQEADTDDHQGTLGFEEFCAFYKMMSTRRDLYLLMLTYSNHKDHLDAASLQRFLQVEQK 30 0 
MAGVTLESCQDIIEQFEPCPENKSKGLLGIDGFTNYTRSPAGDIFNPEHHHVHQDMTQPL 32 8 

I II II II II MM II II MM III II M M II II MM II II II II Mlll.l II MM II 

MAGVTLESCQDIIEQFEPCPENKSKGLLGIDGFTNYTRSPAGDIFNPEHHHVHQDMTQPL 36 0 

SHYFITSSHNTYLVGDQLMSQSRVDMYAWLQAGCRCVEVDCWDGPDGEPIVHHGYTLTS 38 8 

I MM II II Mill! II lllllll II II MM INI II II MM II II MM II II II Ih 

SHYFITSSHNTYLVGDQLMSQSRVDMYAWVLQAGCRCVEVDCWDGPDGEPIVHHGYTLTS 42 0 
KILFKDVIETINKYAFIKNEYPVILSIENHCSVIQQKKMAQYLTDILGDKLDLSSVSSED 44 8 

IIIIIIIMIIIIIIIIIIIIMIIIIIIIIIMIIIIIIMIIIIIIIIIIIIIIIIII 

KILFKDVIETINKYAFIKNEYPVILSIENHCSVIQQKKMAQYLTDILGDKLDLSSVSSED 48 0 

ATTLPSPQMLKGKILVKGKKLPANISEDAEEGEVSDEDSADEIDDDCKLLNGDASTNRKR 508 

IIIIIIIIIMIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIMIIIIIIIIIIMII 

ATTLPSPQMLKGKILVKGKKLPANISEDAEEGEVSDEDSADEIDDDCKLLNGDASTNRKR 54 0 

VENTAKRKLDSLIKESKIRDCEDPNNFSVSTLSPSGKLGRKSKAEEDVESGEDAGASRRN 56 8 

IIIIIIIMIIIIIIIIIIIIIIIIIIIIIMIMIIIMIIMIMIMIMMMIM 

VENTAKRKLDSLIKESKIRDCEDPNNFSVSTLSPSGKLGRKSKAEEDVESGEDAGASRRN 60 0 

GRLWGSFSRRKKKGSKLKKAASVEEGDEGQDSPGGQSRGATRQKKTMKLSRALSDLVKY 62 8 

III IIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 
GRLWGSFSRRKKKGSKLKKAASVEEGDEGQDSPGGQSRGATRQKKTMKLSRALSDLVKY 66 0 

TKSVATHDIEMEAASSWQVSSFSETKAHQILQQKPAQYLRFNQQQLSRIYPSSYRVDSSN 68 8 

IMIIIMIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIIIIIIIIIIM 

TKSVATHDIEMEAASSWQVSSFSETKAHQILQQKPAQYLRFNQQQLSRIYPSSYRVDSSN 72 0 



MllllllillllMIIIIIIIIIIIIIMIIIIIIIMIIIMIIIIMIIIIIIIIII 



PGQLKKQLVLRIISGQQLPKPRDSMLGDRGEIIDPFVEVEIIGLPVDCSREQTRWDDNG 80 8 

IIIIIIIIIIIMIIIIIIII III II Mil II II II II II II II II II M II II MM II 

PGQLKKQLVLRIISGQQLPKPRDSMLGDRGEIIDPFVEVEIIGLPVDCSREQTRWDDNG 84 0 

FNPTWEETLVFMVHMPEIALVRFLVWDHDPIGRDFIGQRTLAFSSMMPGYRHVYLEGMEE 86 8 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIII 
FNPTWEETLVFMVHMPEIALVRFLVWDHDPIGRDFIGQRTLAFSSMMPGYRHVYLEGMEE 90 0 

ASIFVHVAVSDISGKVKQALGLKGLFLRGPKPGSLDSHAAGRPPARPSVSQRILRRTASA 92 8 

IIIMMIIIIIIIIIIMMIIIMMIIIIIIIIIIMIIIIIIIIIIIIIIIIIIII 

ASIFVHVAVSDISGKVKQALGLKGLFLRGPKPGSLDSHAAGRPPARPSVSQRILRRTASA 96 0 
PTKSQKPGRRGFPELVLGTRDTGSKGVADDWPPGPGPAPEAPAQEGPGSGSPRGKAPAA 98 8 

IIIIIMIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIMII 

PTKSQKPGRRGFPELVLGTRDTGSKGVADDWPPGPGPAPEAPAQEGPGSGSPRGKAPAA 1020 

VAEKSPVRVRPPRVLDGPGPAGMAATCMKCWGSCAGVNTGGLQRERPPSPGPASRQAAI 1048 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
VAEKS PVRVRP PRVLDG PG PAGMAATCM KC WGS CAGVNTGGLQRERP PS PGPASRQAAI 1080 
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Qy 


1049 


RQQPRARADSLGAPCCGLDPHAIPGRSREAPKGPGAWRQGPGGSGSMSSDSSSPDSPGIP 


1108 




IIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIilllMlllllllllllllilllllll 




Db 


1081 


RQQPRARADSLGAPCCGLDPHAIPGRSREAPKGPGAWRQGPGGSGSMSSDSSSPDSPGIP 


1140 


Qy 


1109 


ERSPRWPEGACRQPGALQGEMSALFAQKLEEIRSKSPMFSAGKPLLPCWLPHAPGMAGP 


1168 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 M M 1 1 1 1 
iiiiiiiiiiiii iiiiiiii iiiiiii II iiiiiiiiii iiii iiii II iiiiii ill) 




Db 


1141 


ERSPRWPEGACRQPGALQGEMSALFAQKLEEIRSKSPMFSAGKPLLPCWLPHAPGMAGP 


1200 


Qy 


1169 


GSPAAASAWTVSPRVLVLVALYPWHCLRGTLLPWLACGP 12 07 








IIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIMIIII 




Db 


1201 


GSPAAAS AWTVSPRVLVLVALYPWHCLRGTLLPWLACGP 1239 
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RESULT 7 

US- 10-275 -998 -10 

Sequence 10, Application US/10275998 
Publication No. US20040023354A1 
GENERAL INFORMATION: 



APPLICANT 

APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 



INC. 



INCYTE GENOMICS, 
DAS, Debopriya 
REDDY, Roopa 
YAO, Monique G. 
NGUYEN, Dannie 1 B. 
LU, Yan 

TRIBOULEY, Catherine M. 
YUE, Henry 
KHAN, Farrah A. 
GANDHI , Ameena R . 
AU-YOUNG, Janice 
LAL, Preeti 
KEARNEY, Liam 
ELLIOTT, Vicki S. 
DING, Li 

THORNTON, Michael 
TITLE OF INVENTION: LIPID METABOLISM ENZYMES 
FILE REFERENCE: PI -009 5 USN 

CURRENT APPLICATION NUMBER: US/10/2 75,9 98 
CURRENT FILING DATE: 2002-11-08 
PRIOR APPLICATION NUMBER: US 01/15210 
PRIOR FILING DATE: 2001-05-11 
PRIOR APPLICATION NUMBER: US 60/203,511 
PRIOR FILING DATE: 2000-05-11 
PRIOR APPLICATION NUMBER: US 60/207,903 
PRIOR FILING DATE: 2000-05-25 
PRIOR APPLICATION NUMBER: US 60/210,150 
PRIOR FILING DATE: 2 000-06-07 
PRIOR APPLICATION NUMBER: US 60/213,392 
PRIOR FILING DATE: 2 00 0-06-23 
NUMBER OF SEQ ID NOS : 10 
SOFTWARE: PERL Program 
SEQ ID NO 10 
LENGTH: 4 23 7 
TYPE: DNA 

ORGANISM: Homo sapiens 
FEATURE : 

NAME/KEY: misc_feature 

OTHER INFORMATION: Incyte ID No. US2 00 40 02 33 54 Al 7472768CB1 
US-10-275-998-10 



Query Match 90.2%; 
Best Local Similarity 94,1%; 
Matches 3 510; Conservative 



Score 3269,2; 
Pred. No, 0; 
0; Mismatches 



DB 8; Length 4 237; 

3; Indels 219; Gaps 



2; 



Qy 



Db 



1 12 GTGGAGCGGTGCATGGGTGCCATGCAAGAGGGGATGCAGATGGTGAAGCTGCGTGGCGGC 17 1 

IIIMIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIII 
87 GTGGAGCGGTGCATGGGTGCCATGCAAGAGGGGATGCAGATGGTGAAGCTGCGTGGCGGC 14 6 



Qy 

Db 

Qy 
Db 



172 TCCAAGGGCCTGGTCCGCTTCTACTACCTGGACGAGCACCGCTCCTGCATCCGCTGGAGG 23 1 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
147 TCCAAGGGCCTGGTCCGCTTCTACTACCTGGACGAGCACCGCTCCTGCATCCGCTGGAGG 20 6 



232 



291 



CCCTCACGCAAGAACGAGAAGGCCAAGATCTCCATCGACTCCATCCAGGAGGTGAGTGAG 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIMIIMIIIIIIIIIIIIMII 

2 07 CCCTCACGCAAGAACGAGAAGGCCAAGATCTCCATCGACTCCATCCAGGAGGTGAGTGAG 266 
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Qy 2 92 GGGCGGCAGTCGGAGGTCTTCCAGCGCTACCCTGACGGCAGCTTCGACCCCAACTGCTGC 351 

IIIIIIIIIIMIIIIMIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIMIIIIII 

Db 2 67 GGGCGGCAGTCGGAGGTCTTCCAGCGCTACCCTGACGGCAGCTTCGACCCCAACTGCTGC 32 6 

Qy 3 52 TTCAGCATCTACCACGGCAGCCACCGCGAGTCGCTGGACCTGGTCTCCACCAGCAGCGAG 411 . 

Illlllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
Db 3 27 TTCAGCATCTACCACGGCAGCCACCGCGAGTCGCTGGACCTGGTCTCCACCAGCAGCGAG 38 6 

Qy 412 GTGGCGCGCACCTGGGTCACTGGCCTGCGCTACCTCATGGCCGGCATCAGCGACGAGGAC 471 

IIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 3 87 GTGGCGCGCACCTGGGTCACTGGCCTGCGCTACCTCATGGCCGGCATCAGCGACGAGGAC 44 6 

Qy 472 AGCCTGGCTCGCCGCCAGCGCACCAGGGACC 502 

IIIIIIIIIIIIIIIIIIIIMIIIIIIIII 
Db 4 47 AGCCTGGCTCGCCGCCAGCGCACCAGGGACCAATATCCTTGGGCACCTATCGGGCAATGC 506 

Qy 503 502 

Db 5 07 AGACCCAGGGACCGGCCCCTTGGCTGCTCACCCTGGGGGGGCCTGTCCTTTGCCGGGTCA 56 6 

Qy 503 AGTGGCTGAAGCAGACGTTTGACGAGGCC 531 

IIIIIIIIIIMIIMIIIIIIIIIIIII 

Db 5 67 CACACTGGGGAAGTGGCCGGCCAGAGGGTGGAGTGGCTGAAGCAGACGTTTGACGAGGCC 62 6 

Qy 5 32 GACAAGAACGGGGATGGCAGCCTGAGCATTGGCGAGGTCCTGCAGCTGCTGCACAAGCTC 591 

IIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIM 

Db 627 GACAAGAACGGGGATGGCAGCCTGAGCATTGGCGAGGTCCTGCAGCTGCTGCACAAGCTC 68 6 

Qy 5 92 AACGTGAACCTGCCCCGGCAGAGGGTGAAGCAGATGTTCAG 63 2 

III II II II II II II II II II II II II M II II II III II I 
Db 687 AACGTGAACCTGCCCCGGCAGAGGGTGAAGCAGATGTTCAGGGTGGCTGGTCATGCCTGG 74 6 

Qy 633 632 

Db 747 CTGGAGCAAGGGAAGCTGGCCTGCTCACAGGACAGGGCCCTGGTCGAGGTGCCAATGGGG 80 6 

Qy 633 - GGAAGCGGACACGGATGACCACCAAGGGACGCTGGGTTTT 672 

llllllllllllllllllllllllllllllllllllllll 
Db 8 07 ACCCAAGGCCTTGCATTGCAGGAAGCGGACACGGATGACCACCAAGGGACGCTGGGTTTT 86 6 

Qy 673 GAAGAGTTCTGTGCCTTCTACAAGATGATGTCCACCCGCCGGGACCTCTACCTGCTCATG 73 2 

I II II II II II II II II lllllll II MM II II II II II II II II MUM II llllll 

Db 8 67 GAAGAGTTCTGTGCCTTCTACAAGATGATGTCCACCCGCCGGGACCTCTACCTGCTCATG 92 6 

Qy 733 CTGACCTACAGCAACCACAAGGACCACCTGGATGCCGCCAGCCTGCAGCGCTTCCTGCAG 792 

IMMMMMMMMMMIMMMMMMMMMMMMMMMMMMM 

Db 9 27 CTGACCTACAGCAACCACAAGGACCACCTGGATGCCGCCAGCCTGCAGCGCTTCCTGCAG 98 6 

Qy 7 93 GTGGAGCAGAAGATGGCGGGTGTGACCCTCGAGAGCTGCCAGGACATCATCGAGCAGTTT 85 2 

lllllll IIMIMIIIIIIIIIIIIIIIIIMIIIMIIIIIIIIIIII II MMMII 

Db 9 87 GTGGAGCAGAAGATGGCGGGTGTGACCCTCGAGAGCTGCCAGGACATCATCGAGCAGTTT 1046 

Qy 8 53 GAGCCATGCCCAGAAAACAAGAGTAAGGGGCTGCTGGGCATTGATGGCTTCACCAACTAC 912 

Ml II MM MM MM II Mill Mil MMMII MINI II MINI II IMIIIM 

Db 1047 GAGCCATGCCCAGAAAACAAGAGTAAGGGGCTGCTGGGCATTGATGGCTTCACCAACTAC 1106 

Qy 913 ACCAGGAGCCCTGCTGGTGACATCTTCAACCCTGAGCACCACCATGTGCACCAGGACATG 972 

IIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMII 

Db 1107 ACCAGGAGCCCTGCTGGTGACATCTTCAACCCTGAGCACCACCATGTGCACCAGGACATG 1166 
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Qy 973 ACGCAGCCGCTGAGCCACTACTTCATCACCTCGTCCCACAACACCTACCTCGTGGGTGAC 1032 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 

Db 1167 ACGCAGCCGCTGAGCCACTACTTCATCACCTCGTCCCACAACACCTACCTCGTGGGTGAC 1226 

Qy 10 33 CAGCTCATGTCCCAGTCACGGGTGGACATGTATGCTTGGGTCCTGCAGGCTGGCTGCCGC 10 92 

IIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 1227 CAGCTCATGTCCCAGTCACGGGTGGACATGTATGCTTGGGTCCTGCAGGCTGGCTGCCGC 12 86 

Qy 10 93 TGCGTGGAGGTGGACTGCTGGGATGGGCCCGACGGGGAGCCCATTGTGCACCATGGCTAC 1152 

IIMIIMIIMIIIIIIIIIIIIMIIMIIIMIIMIIIIMIIIIIIMIIIIMI 

Db 12 87 TGCGTGGAGGTGGACTGCTGGGATGGGCCCGACGGGGAGCCCATTGTGCACCATGGCTAC 13 46 

Qy 1153 ACTCTGACTTCCAAGATCCTCTTCAAAGACGTCATTGAAACCATCAACAAATATGCCTTC 1212 

IIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIMIIIIIIII 

Db 13 47 ACTCTGACTTCCAAGATCCTCTTCAAAGACGTCATTGAAACCATCAACAAATATGCCTTC 14 06 

Qy 1213 ATCAAGAATGAGTACCCAGTGATCCTGTCCATCGAAAACCACTGCAGTGTCATCCAGCAG 12 72 

IIIIIMIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIMI 

Db 14 07 ATCAAGAATGAGTACCCAGTGATCCTGTCCATCGAAAACCACTGCAGTGTCATCCAGCAG 14 66 

Qy 12 73 AAGAAAATGGCCCAGTATCTGACTGACATCCTTGGGGACAAGCTGGACCTGTCATCAGTG 13 32 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 

Db 14 67 AAGAAAATGGCCCAGTATCTGACTGACATCCTTGGGGACAAGCTGGACCTGTCATCAGTG 15 26 

Qy 13 33 AGCAGTGAAGATGCCACCACACTCCCCTCTCCACAGATGCTCAAGGGCAAGATCCTCGTG 13 92 

IIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIMI 

Db 1527 AGCAGTGAAGATGCCACCACACTCCCCTCTCCACAGATGCTCAAGGGCAAGATCCTCGTG 15 86 

Qy 13 93 AAGGGGAAGAAGCTCCCAGCCAACATCAGCGAGGATGCGGAGGAAGGCGAGGTGTCTGAT 14 52 

llllllllllilllllllllllllllllllllllllllllllllllllllllllllllll 

Db 1587 AAGGGGAAGAAGCTCCCAGCCAACATCAGCGAGGATGCGGAGGAAGGCGAGGTGTCTGAT 1646 

Qy 14 53 GAGGACAGTGCTGATGAGATTGACGATGACTGCAAGCTCCTCAATGGGGATGCATCCACC 1512 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIII 

Db 164 7 GAGGACAGTGCTGATGAGATTGACGATGACTGCAAGCTCCTCAATGGGGATGCATCCACC 17 06 

Qy 1513 AATCGAAAGCGTGTAGAAAACACTGCTAAGAGGAAACTGGATTCCCTCATCAAAGAGTCG 1572 

IIIIIIIIMIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 17 07 AATCGAAAGCGTGTAGAAAACACTGCTAAGAGGAAACTGGATTCCCTCATCAAAGAGTCG 17 66 

Qy 15 73 AAGATTCGGGACTGTGAGGACCCCAACAACTTCTCCGTCTCCACACTGTCCCCATCTGGA 16 32 

MIIIIIIIIIIIMIIIIIIIIIIIIIIIIMIIIMIIIMIIIIIIIIIIIIIIIII 

Db 17 67 AAGATTCGGGACTGTGAGGACCCCAACAACTTCTCCGTCTCCACACTGTCCCCATCTGGA 18 26 

Qy 16 33 AAGCTCGGACGCAAGAGCAAGGCTGAAGAGGACGTGGAGTCTGGGGAGGATGCCGGGGCC 16 92 

MIIIIIIIMIIMIIIIilllllllllllMIIIIIIIIIIIIIMIIIIIIIIIIII 

Db 1827 AAGCTCGGACGCAAGAGCAAGGCTGAAGAGGACGTGGAGTCTGGGGAGGATGCCGGGGCC 18 86 

Qy 16 93 AGCAGACGCAATGGCCGCCTCGTCGTGGGAAGCTTCTCCAGGCGCAAGAAGAAGGGCAGC 17 52 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIMIIIII 

Db 18 87 AGCAGACGCAATGGCCGCCTCGTCGTGGGAAGCTTCTCCAGGCGCAAGAAGAAGGGCAGC 1946 

Qy 17 53 AAGCTGAAGAAGGCGGCCAGCGTGGAGGAGGGAGATGAGGGTCAGGACTCCCCGGGAGGC 1812 

IIIIIIIIIIIIIIIIIMIIIIIMIIIIIMMIillllllllMIIIIIIMIIIII 

Db 1947 AAGCTGAAGAAGGCGGCCAGCGTGGAGGAGGGAGATGAGGGTCAGGACTCCCCGGGAGGC 20 06 

Qy 1813 CAGAGCCGAGGGGCGACCCGGCAGAAGAAGACCATGAAGCTGTCCCGGGCCCTCTCTGAC 18 72 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIMIIMIIIMIIIIII 

Db 20 07 CAGAGCCGAGGGGCGACCCGGCAGAAGAAGACCATGAAGCTGTCCCGGGCCCTCTCTGAC 20 66 

Qy 1873 CTGGTGAAGTACACCAAGTCCGTGGCCACCCACGACATAGAGATGGAGGCGGCGTCCAGC 1932 
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I II II MM II MM II MM III MM II MM II INI IMIII nil II nil II II 

2067 CTGGTGAAGTACACCAAGTCCGTGGCCACCCACGACATAGAGATGGAGGCGGCGTCCAGC 



Db 


one? 
z u o / 




2126 


Qy 


1933 


TGGCAGGTGTCGTCCTTCAGCGAGACCAAGGCCCACCAGATTCTGCAGCAGAAGCCGGCG 


1992 




1 II II II II M II II II II M III II II II M M II II M II II II II II II II II II II 




Db 


Z J. ^ / 


T PA fin TR TP RT PP TT PA C^C Afi AP PA AG GP PP AP PA GATT PT GC AG PA GAAG PC GG CG 


2186 


Qy 


1993 


CAGTACCTACGCTTCAACCAGCAGCAGCTCTCCCGCATCTACCCCTCCTCCTACCGTGTG 


2052 




1 II II IIMII II II II Mil III II II II M II II II II II II II MM II II II II II 




Db 




PaPTA PPT A PP PTTP A A PP An P AG P A GPTPTPPPGP AT PTAPPPPTPP TP PTAPPGTGTG 


2246 


Qy 


2053 


GACTCCAGCAACTACAACCCGCAGCCCTTCTGGAACGCCGGCTGCCAAATGGTTGCCCTG 


2112 




1 MM II II II II MM lllllll II MM II MM MM MUM IIMII IMIII II 




Db 


O O ^ T 


r» AO'rr'PIV ppaa pt* ap a a pppppappppttptgga apgppggptgpp a a atggttgppptg 




Qy 


2113 


AACTACCAGTCAGAGGGGCGGATGCTGCAGCTGAACCGAGCCAAGTTCAGCGCCAACGGT 


2172 




IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIMIIIIII 




Db 


^ J u / 


TV anTa nn'h.c^m^r* anrmnpnn atgptgp agptga appg agpp a agttpag pgpp a a pggt 


23 66 


Qy 


2173 


GGCTGCGGCTACGTACTCAAGCCTGGGTGCATGTGCCAGGGCGTGTTCAACCCCAACTCG 


2232 




Mill IIMII II II II MM III II II II II INI II II II MM II MM II II II II 




Db 


Zoo/ 


nnPTnprinPTA p^itaptpa agpptgggtgp atgtgppagggpgtgttp aappppaaptpg 


24 26 


Qy 


2233 


GAGGACCCCCTGCCCGGGCAGCTCAAGAAGCAGCTGGTGCTCCGGATCATCAGTGGCCAG 


2292 




IIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 




Db 


o A on 


P aPPB PPPPPTPPPPPnnP AnPTP A A GA AGPaGPTGGTGPTPPGGATP ATPAGTGGPP AG 


24 86 


Qy 


2293 


CAGCTTCCCAAGCCGCGCGACTCCATGCTGGGGGACCGTGGGGAGATCATCGACCCCTTT 


2352 




llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 




Db 


Z'k O / 


n'h.nr*^^r*r*r*'h,'h.finnnr^nr*cz'h.r*^nn atgptgggggappgtggggagatpatpgappppttt 


2546 


Qy 


2353 


gtggaggtggagatcattgggctccctgtggactgcagcagggagcagacccgcgtggtg 


2412 




llllllllllllllllllllllllllllllllllllllllilllllllllllllllllll 




Db 


^; D ft / 


PTPPA PPTPP APATP ATTnrZGPTPPPTGTGGAPTGP AGPAGGGAGP AGAPPPGPGTGGTG 


26 06 


Qy 


2413 


GACGACAACGGGTTCAACCCCACCTGGGAGGAGACCCTGGTTTTCATGGTGCACATGCCG 


2472 




llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 




uD 


zb U / 


PaPPA PA APPPPTTP A A PPPP APPTGGG AGGAGA PPPTGGTTTTPATGGTGP AP ATGPPG 


26 66 


Qy 


2473 


gagatcgcgctggtccgcttcctcgtctgggaccacgatcccatcgggcgtgacttcatt 


2532 




llllllllllllllllllilllllllllllllllllllllllllllllllllllllllM 




Db 


<60 O / 


r^ar^aTPPPr'PT'PPT'PPP PTTPPTPnTPTrirmA PP A Pn A TP PP at PGGGPGTGAPTTP ATT 


97 9fi 
z / z 0 


Qy 


2533 


GGCCAGAGGACGCTGGCCTTCAGCAGCATGATGCCAGGCTACAGACACGTGTACCTAGAA 


2592 






IIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMII II 




Db 


O T O "7 


rrr^r'T^ a r^r* 7{^r*r^r*'vr*r*r*r*'wr*T^r*r* ap pa tp aTPPPa pp pt ap ap ap APnTnT APPTPn An 




Qy 


2593 


GGGATGGAAGAGGCCTCCATCTTCGTGCATGTGGCTGTCAGTGACATCAGCGGTAAGGTC 


2652 




lllllll II Mill III IIMII III II MM II IIIIMIIIII lllllll II IIMII 




Db 




ppp a^rnp aa pa ppppTPPa TP TTPPTnpaT'nTnnPTnTPAGTGA patp agpggt A AGGTP 


2846 


Qy 


2653 


AAGCAGGCTCTGGGCCTAAAAGGCCTCTTCCTCCGAGGCCC7VAAGCCCGGCTCGCTGGAC 


2712 




IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIII 




Db 


2847 


AAG CAGG CT CT GG GC CT AAAA GGC CT CT TC CT C C GAGG C C CA AAGC CC GG CT CG CT GG AC 


2906 


Qy 


2713 


AGTCATGCTGCTGGGCGGCCCCCGGCCCGGCCCTCCGTTAGCCAGCGGATCCTGCGGCGC 


2772 




IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIMIIIIIIIIIIIIII 




Db 


2907 


AGTCATGCTGCTGGGCGGCCCCCGGCCCGGCCCTCCGTTAGCCAGCGGATCCTGCGGCGC 


2966 


Qy 


2773 


ACGGCCAGCGCCCCGACCAAGAGCCAGAAGCCGGGCCGCAGGGGCTTCCCGGAGCTGGTC 


2832 



llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
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Db 2967 ACGGCCAGCGCCCCGACCAAGAGCCAGAAGCCGGGCCGCAGGGGCTTCCCGGAGCTGGTC 3026 

Qy 2833 CTGGGTACACGGGACACAGGCTCCAAGGGGGTGGCAGACGATGTGGTGCCCCCCGGGCCC 28 92 

IIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIMIIIIIIIIIII 

Db 30 27 CTGGGTACACGGGACACAGGCTCCAAGGGGGTGGCAGACGATGTGGTGCCCCCCGGGCCC 3 0 86 

Qy 28 93 GGACCTGCTCCGGAAGCCCCAGCCCAGGAGGGGCCCGGCAGCGGCAGCCCCCGAGGTAAG 2952 

IIIIIIIIIIIIIIIIIIIIIMIIIIMIIIIIMIIMIIIIIIIilllllllMIII 

Db 3087 GGACCTGCTCCGGAAGCCCCAGCCCAGGAGGGGCCCGGCAGCGGCAGCCCCCGAGGTAAG 3146 

Qy 29 53 GCGCCAGCTGCGGTGGCAGAGAAGAGCCCTGTGCGAGTGCGGCCCCCGCGTGTCCTGGAC 3 012 

IIIMIIIIIIIIIIIIIIIIIIIIIIIIMIIIIMIIIIIIIIMIIIIIIIIIIIII 

Db 314 7 GCGCCAGCTGCGGTGGCAGAGAAGAGCCCTGTGCGAGTGCGGCCCCCGCGTGTCCTGGAC 32 06 

Qy 3013 GGCCCCGGGCCTGCTGGGATGGCCGCCACATGCATGAAGTGTGTGGTGGGATCCTGCGCC 30 72 

IIIIIIIMIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIMII 

Db 32 07 GGCCCCGGGCCTGCTGGGATGGCCGCCACATGCATGAAGTGTGTGGTGGGATCCTGCGCC 32 66 

Qy 30 73 GGCGTGAACACCGGGGGCCTGCAGAGGGAGCGGCCACCCAGCCCGGGGCCTGCAAGCAGG 3132 

IMIIIIIIIIIIIIIIIIIIIIIMMMIIIIIIMIIMIIIIIIMIIIIIIIIM 

Db 32 67 GGCGTGAACACCGGGGGCCTGCAGAGGGAGCGGCCACCCAGCCCGGGGCCTGCAAGCAGG 33 26 

Qy 3133 CAGGCAGCCATTCGCCAGCAGCCCCGGGCCCGGGCTGACTCACTGGGGGCCCCCTGCTGT 3192 

IIMIIMIIIIMIMIIIMIIIIIMIIIIIIIIIIIIIMIIIIMIIIIMIIM 

Db 33 27 CAGGCAGCCATTCGCCAGCAGCCCCGGGCCCGGGCTGACTCACTGGGGGCCCCCTGCTGT 33 86 

Qy 3193 GGCCTGGACCCTCACGCTATCCCGGGGAGAAGCAGAGAGGCCCCCAAGGGTCCTGGGGCC 32 52 

IMIIIIIIIIIIMIMIIIIIIIIIIMIIIIIIilllllMIIIIMIIIIIIIIII 

Db 33 87 GGCCTGGACCCTCACGCTATCCCGGGGAGAAGCAGAGAGGCCCCCAAGGGTCCTGGGGCC 34 46 

Qy 32 53 TGGAGGCAGGGTCCAGGCGGTAGCGGCTCCATGTCCTCGGACTCCAGCAGCCCAGACAGC 3312 

IIIIMIIIIMIMIIIIIIIIIIIIIMMIIMIIIIIIIIIIIIIIIIIIIIIIII 

Db 3447 TGGAGGCAGGGTCCAGGCGGTAGCGGCTCCATGTCCTCGGACTCCAGCAGCCCAGACAGC 35 06 

Qy 3313 CCGGGCATCCCCGAAAGGTCCCCCCGCTGGCCTGAGGGTGCCTGCAGGCAACCGGGGGCC 33 72 

IIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIMIIIIII 

Db 3507 CCGGGCATCCCCGAAAGGTCCCCCCGCTGGCCTGAGGGTGCCTGCAGGCAACCGGGGGCC 3566 

Qy 33 73 CTGCAGGGAGAGATGAGTGCCTTGTTTGCTCAAAAGCTGGAGGAGATCAGGAGTAAATCC 34 32 

IIIIIIIIIIIIIIIIIIIIIMIIIIII IIIIIIIIIIIIIIIIIIIIIIIIIIMII 

Db 35 67 CTGCAGGGAGAGATGAGTGCCTTGTTTGCCCAAAAGCTGGAGGAGATCAGGAGTAAATCC 3 626 

Qy 34 33 CCCATGTTCTCCGCCGGTAAGCCCCTCTTGCCCTGCGTGGTCCTCCCGCACGCCCCTGGC 34 92 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIMIIII 

Db 3627 CCCATGTTCTCCGCCGGTAAGCCCCTCTTGCCCTGCGTGGTCCTCCCGCACGCCCCTGGC 3686 

Qy 34 93 ATGGCTGGGCCTGGGTCACCTGCTGCTGCTTCTGCGTGGACGGTGTCGCCTCGTGTGCTC 3552 

MIIIIIIIIIIIIIIIIIMIIMIMIIIIIIMIIMIIIMIIIMIMIIIIIII 

Db 3 6 87 ATGGCTGGGCCTGGGTCACCTGCTGCTGCTTCTGCGTGGACGGTGTCGCCTCGTGTGCTC 3746 

Qy 35 53 GTGCTCGTGGCTCTGTATCCGTGGCACTGTCTCCGTGGCACTCTGCTCCCTTGGCTTGCC 3612 

MIIIIIIIIIIIIIIIMIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIII 

Db 3747 GTGCTCGTGGCTCTGTATCCGTGGCACTGTCTCCGTGGCACTCTGCTCCCTTGGCTTGCC 38 06 

Qy 3613 TGTGGCCCATAC 3 624 

llllllllllll 
Db 38 07 TGTGGCCCATAG 3818 
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